
               HYPOTHETICAL MECHANISM OF INTERNAL DUPLICATION FORMATION

                      AGTACCATCTCCACAGAATGTTTTCTGTGGAGATGGTACT
         TCATGGTACAGGAGTCTTACAAAAGACACCTCTACCATGA

                           Generating nick due to Transposase? (Restriction enzyme type II) 

    AGTACCATCTCCACAGAATGTT    TTCTGTGGAGATGGTACT
    TCATGGTACAGGAGTCTT                            ACAA AAGACACCTCTACCATGA
                    

                 Insertion of fragment (from some other region of genome) inside the Inverted flanking 4bp

     AGTACCATCTCCACAGAATGTTNNNNNNNNN           TTCTGTGGAGATGGTACT
     TCATGGTACAGGAGTCTT           NNNNNNNNNACAAAAGACACCTCTACCATGA

                                  Generating internal TSD due to filling the gaps
                                  

    AGTACCATCTCCACAGAATGTTNNNNNNNNNTGTTTTCTGTGGAGATGGTACT
    TCATGGTACAGGAGTCTTACAANNNNNNNNNACAAAAGACACCTCTACCATGA

                                Formation of autonomous or Non autonomous DNA transposon

                   Mobilized by autonomous transposase if it is non autonomous DNA transposon

                                                    

                        Now it is recognized by transposase, it will be transposed and inserted on
                        some where else on the genome leads to TSD formation

                                               

                                        TTTGTTAAATTCATTCCGCAAGGAAGTTTA
                                      AAACAATTTAAGTAAGGCGTTCCTTCAAAT

                                                                                                                                                          TSD gap

TCAT TCAGTACCATCTCCACAGAATGTTNNNNN TGTTTTCTGTGGAGATGGTACT      CGCA
AGTA      TCATGGTACAGGAGTCTTACAANNNNNACAAAAGACACCTCTACCATGAAGGCGA

       TSD gap
                                                                                            
 TCAT TCAGTACCATCTCCACAGAATGTTNNNNN TGTTTTCTGTGGAGATGGTACTTCCGCA
 AGTAAGTCATGGTACAGGAGTCTTACAANNNNNACAAAAGACACCTCTACCATGAAGGCGA
                                   TIR                             ITSD                 ITSD                    TIR
           TSD filled                TSD filled

ITSD observed both in TdDRF1 and AsDRF1 transposons, but in Aegilops speltoides 2 mutated bases were observed at 
3’ end of 18bp TIR. NNNN is internal region of the transposon composed of 2 small exons and 1 small intron, ITSD-
Internal Target Site Duplications, TSD-Target Site Duplications, and TIR-Terminal Inverted Repeats.


