
Hypothetical  Mechanism  of  Non  autonomous  Transposon 

insertion in TdDRF1  or AsDRF1 from autonomous element of 

elsewhere in the genome                        

                    Transposase from Autonomous Transposons

NNNN AGTACCATCTCCACAGAANNNN TTCTGTGGAGATGGTACTNNNN
 NNNNTCATGGTAGAGGAGTCTTNNNNAAGACACCTCTACCATGA NNNN
                 

                                                                
                          Inverted Repeat

                                 Insertion on target site of TdDRF1

                     
          
                        TTTGTTAAATTCATTCCGCAAGGAAGTTTA
                            AAACAATTTAAGTAAGGCGTTCCTTCAAAT

                                          Gap forms after insertion

TCAT TCAGTACCATCTCCACAGAANNNNTTCTGTGGAGATGGTACT      CGCA
AGTA      TGATGGTACAGGAGTCTTNNNNAAGACACCTCTACCATGAAGGCGA
   

                                         Gap filling leads to the formation of TSD
              

                     

TCAT TCAGTACCATCTCCACAGAANNNNTTCTGTGGAGATGGTACTTCCGCA
AGTAAGTCATGGTACAGGAGTCTTNNNNAAGACACCTCTACCATGAAGGCGA
                 
                                                      
 
                                 Inverted Repeat in TdDRF1 without active transposase 
   It is observed both in TdDRF1 (1263+2+2 bp TSD) and AsDRF1 (1191+2+2bp TSD)
   But in AsDRF1 there are 2(TG) mismatches at 18bpTIR of 3’ ( TTCTGTGGAGATGGTATGTC 3’)
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